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	Reviewer’s comment

Artificial Intelligence (AI) generated or assisted review comments are strictly prohibited during peer review.
	Author’s Feedback (It is mandatory that authors should write his/her feedback here)


	Please write a few sentences regarding the importance of this manuscript for the scientific community. A minimum of 3-4 sentences may be required for this part.


	This article summarizes the recent studies on molecular strategies for the taxonomy of Rhyparochromidae, which includes the applications of mitochondrial molecular markers for phylogenetic studies. The incorporation of molecular tools like DNA barcoding, phylogenetics analysis and CO1 gene as a mitochondrial gene, and ribosomal RNA genes like 16S and 28S genes has revolutionized taxonomy and also provide tools for identification and classification of species. It presents a more integrative view for analysis by molecular tools to facilitate species delimitation, clarify phylogenetic obscurities and provide information on the previously unnoticed biodiversity
	

	Is the title of the article suitable?

(If not please suggest an alternative title)


	the title of the article suitable
	

	Is the abstract of the article comprehensive? Do you suggest the addition (or deletion) of some points in this section? Please write your suggestions here.


	the abstract of the article comprehensive
	

	Is the manuscript scientifically, correct? Please write here.
	The introduction must enhance the information regarding comprehensive morphological analyses of species within the Rhyparochromidae family, particularly morphometric assessments, species identification keys, and crucial information on the taxonomic framework that will underpin subsequent molecular biological investigations.

Review results:

It is imperative to address the constraints of morphological examinations concerning species clusters of the Rhyparochromidae family (not all), notably those that are homomorphic, newly identified species that remain ambiguous, and those easily mistaken for one another. Specifically, the genetic biota data available in Genbank for these species clusters is adequate for utilizing molecular biological techniques to distinguish species via COI, COII, or 16S and 28S methods.

Currently, integrating morphometric analysis with molecular biology and morphology presents a superior option. Biological approaches or molecular biological strategies detached from morphological studies are suboptimal choices. Therefore, the author should revisit phylogenetic research employing mitochondrial molecular markers while also addressing the challenges faced.

	

	Are the references sufficient and recent? If you have suggestions of additional references, please mention them in the review form.
	the references are not sufficient and recent. Author need additional references
	

	Is the language/English quality of the article suitable for scholarly communications?


	The draft contains numerous English mistakes; the reviewer only swiftly amended pages 1 and 2 (attached file). The author should revise.
	

	Optional/General comments


	The document must take into account the aforementioned feedback and enhance it with further details and evidence to fulfill the criteria of the review focusing on "incorporating molecular techniques in the classification of the Rhyparochromidae family (Hemiptera: Heteroptera)."
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