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	Please write a few sentences regarding the importance of this manuscript for the scientific community. A minimum of 3-4 sentences may be required for this part.


	This manuscript represents a significant advancement in the search for novel antimicrobial agents through the identification of a peptide-based medicine derived from Boerhavia diffusa, targeting β-lactamase TEM of Klebsiella pneumoniae. The study effectively utilizes in silico approaches, which are becoming essential tools in accelerating drug discovery while minimizing the need for extensive laboratory experimentation. By addressing the pressing issue of antibiotic resistance—a major global health concern—this research paves the way for alternative therapeutic strategies against multidrug-resistant bacterial infections. Overall, the findings offer valuable insights into the potential of plant-derived peptides and contribute meaningfully to the fields of computational biology and antimicrobial drug development.
	

	Is the title of the article suitable?

(If not please suggest an alternative title)


	YES
	

	Is the abstract of the article comprehensive? Do you suggest the addition (or deletion) of some points in this section? Please write your suggestions here.


	May be written in more scientific manner 
For example…

Klebsiella pneumoniae is one of the most prevalent pathogenic bacteria responsible for nosocomial infections, largely due to its virulence factors and increasing resistance to antibiotics. One major contributor to this resistance is the production of β-lactamase enzymes, particularly blaTEM, which inactivate β-lactam antibiotics. In this study, we employed in silico molecular docking techniques to analyze the blaTEM protein and evaluate its interaction with a novel peptide derived from Boerhavia diffusa. The H-Dock automated drug docking server was used to assess the inhibitory potential of the peptide against the blaTEM protein. Visualization of the peptide-protein complex was performed using Discovery Studio, revealing direct binding at key transmembrane and functional domain regions of the target protein. These findings suggest that the identified peptide holds promise as a potential therapeutic agent against multidrug-resistant K. pneumoniae strains expressing blaTEM.
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